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This HOWTO describes how to render sequence data graphically in a horizontal map. It applies
to a variety of situations ranging from rendering the feature table of a GenBank entry, to graphing
the positions and scores of a BLAST search, to rendering a clone map. It describes the program-
matic interface to the Bio::Graphics module, and discusses how to create dynamic web pages
using Bio::DB::GFF and the gbrowse package.
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Example 1. Rendering the simple blast hit file (render_blast1.pl)

  0  #!/usr/bin/perl

  1  # This is code example 1 in the Graphics-HOWTO
  2  use strict;
  3  use Bio::Graphics;
  4  use Bio::SeqFeature::Generic;

  5  my $panel = Bio::Graphics::Panel->new(-length => 1000,-width  => 800);
  6  my $track = $panel->add_track(-glyph => 'generic',-label  => 1);

  7  while (<>) { # read blast file
  8    chomp;
  9    next if /^\#/;  # ignore comments
 10    my($name,$score,$start,$end) = split /\t+/;

http://www.renderx.com/
http://www.renderx.com/reference.html
http://www.renderx.com/tools/
http://www.renderx.com/


http://www.renderx.com/
http://www.renderx.com/reference.html
http://www.renderx.com/tools/
http://www.renderx.com/


Example 2. Rendering the blast hit file with scores and scale

  0  #!/usr/bin/perl

  1  # This is code example 2 in the Graphics-HOWTO
  2  use strict;
  3  use lib '/home/lstein/projects/bioperl-live';
  4  use Bio::Graphics;
  5  use Bio::SeqFeature::Generic;

  6  my $panel = Bio::Graphics::Panel->new(-length => 1000,
  7                                        -width  => 800,
  8                                        -pad_left => 10,
  9                                        -pad_right => 10,
 10                                       );
 11  my $full_length = Bio::SeqFeature::Generic->new(-start=>1,-end=>1000);
 12  $panel->add_track($full_length,
 13                    -glyph   => 'arrow',
 14                    -tick    => 2,
 15                    -fgcolor => 'black',
 16                    -double  => 1,
 17                   );

 18  my $track = $panel->add_track(-glyph => 'graded_segments',
 19                                -label  => 1,
 20                                -bgcolor => 'blue',
 21                                -min_score => 0,
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In lines 18-22, we get a bit fancier with the blast hit track. Now, instead of creating a generic glyph, we use the
"graded_segments" glyph. This glyph takes the specified background color for the feature, and either darkens or
lightens it according to its score. We specify the base background color (-bgcolor => 'blue'), and the minimum and
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Example 3. Rendering the blast hit file with scores and scale

  0  #!/usr/bin/perl

  1  # This is code example 3 in the Graphics-HOWTO
  2  use strict;
  3  use lib '/home/lstein/projects/bioperl-live';
  4  use Bio::Graphics;
  5  use Bio::SeqFeature::Generic;

  6  my $panel = Bio::Graphics::Panel->new(-length => 1000,
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Example 4. Parsing and Rendering a Real BLAST File with Bio::SearchIO

  0  #!/usr/bin/perl
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 46      $feature->add_sub_SeqFeature($hsp,'EXPAND');
 47    }

 48    $track->add_feature($feature);
 49  }

 50  print $panel->png;
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Figure 5. Output from the BLAST parsing and rendering script

The next section will demonstrate how to parse and display feature tables from GenBank and EMBL.
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XML to PDF by RenderX XEP XSL-FO Formatter, visit us at http://www.renderx.com/
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Important

Remember that if you are on a Windows platform, you need to put STDOUT into binary mode so that
the PNG file does not go through WindoW

With
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Example 5. 
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 95    my @notes;
 96    foreach (qw(product gene)) {
 97      next unless $feature->has_tag($_);
 98      @notes = $feature->each_tag_value($_);
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